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Application/Control Number: 09/300.425 SEQUENCE LETTER Page 2 

Art Unit: 1645 

Sequence Letter 

\ . This application contains sequence disclosures that are encompassed by the 

definitions for nucleotide and/or amino acid sequences set forth in 37 CFR 1 .821 (a) (1 ) 
and (a) (2). However, this application fails to comply with the requirements of 37 CFR 
1 .821 through 1 .825 for the reason(s) set forth on the attached Notice To Comply With 
Requirements For Patent Applications Containing Nucleotide Sequence And/Or Amino 
Acid Sequence Disclosures. 

2. Failure to comply with these requirements will result in ABANDONMENT of the 
application under 37 CFR 1 .136. In no case may and applicant extend the period of 
response beyond the six month statutory period and the response period is the time set in 
this action. Direct the response to the undersigned. Applicant is requested to return a 
copy of the attached Notice to Comply with the response. 

3. Please see attached Raw Sequence Listing Error Report. 
4. 

Any inquiry concerning this communication or earlier communications from the examiner 
should be directed to Ginny Portner whose telephone number is (703)308-7543. The examiner 
can normally be reached on Monday through Friday from 7:30 AM to 5:00 PM except for the first 
friday of each two week period. 

If attempts to reach the examiner by telephone are unsuccessful, the examiner's supervisor. 
Lynette Smith, can be reached on (703) 308-3909. The fax phone number for this group is (703) 
308-4242. 

SUPERVISORY PATENT EXAMINER 
TECHNOLOGY CENTER 1600 



Application/Control Number: 09/300.425 SEQUENCE LETTER Pa 
Art Unit: 1645 

The Group and/or Art Unit location of your application in the PTO will be Group Art 

Unit 1645. To aid in correlating any papers for this application, all further correspondence 

regarding this application should be directed to this Art Unit. 

Any inquiry of a general nature or relating to the status of this application should be 
directed to the Group receptionist whose telephone number is (703) 308-01%. 

Vgp 
7/29/00 
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SEQUENCE LISTING 
(I) GENERAL INFORMATION: 

(i) APPLICANT: Dario Neri 

Lorenzo Tarli 
Francesca Viti 

Manfred Birch ler i . / 

(ii) TITLE OF INVENTION^^ /O^^ ^ & /±Ap>L0>rU± /yrts^tK Art (?U ^ 
C SPECIFIC BINDING MOLLClJLES FOR SCINTIGRAPHY, CONJUGATES M-+<, ^ 

CONTAINING THEM AND THERAPEUTIC METHOD OF TREATMENT " ^ 

OF ANGIOGENESIS 

(iii) NUMBER OF SEQUENCES: 21 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: PEPPER HAMILTON LLP 

(B) STREET: 600 Fourteenth Street, N.W. 

(C) CITY: Washington 

(D) STATE: D.C. 

(E) COUNTRY: U.S.A. 

(F) ZIP: 20005-2004 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy Disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC Windows 

(D) SOFTWARE: WP 8.0 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: 

(B) FILING DATE: April 28, 1999 



(C) PRIOR APPLICATION: US 09/075,338 



C£)/c;> 



Ab) PRIOR APPL ICATION- FILING DATE: May 1 1 
4J±) CLASSIFICATION; 

(viii) ATTORNEY/ AGENT INFORMATION^ 

(A) NAME: Pepper Hamilton LLP 

(B) REGISTRATION NUMBER: 021269 

(C) REFERENCE/DOCKET NUMBER: 1 13000.301 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: (202) 220-1200 

(B) TELEFAX: (202) 220-1665 
(2) INFORMATION FOR SEQ ID NO: 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 

(B) TYPE:PW7t KuMUu A<UX 



« (C) ORGANISM. ARTIFICIAL SEQUENCE - (J?. 
(ii) FEATURE: J 

(A) NAME/KEY: 

(B) LOCATION: +. , 
({))■(& OTHER INFORMATION: ^jjJbJ {hv^M <j[\4j 

Desuiipliuu uf Ailifitial Sequcnte. PGR piiinci. LMDlbis jLaa**^ 



( y i> SEQUENC E DESCRIP TION: SEQ ID NO: 1 : 
( gyggcc cagc cggccat ggc cg agj^? 
(2) IN FORM A 1IUN FOiTSEQ ID NO:2: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 

(B) TYPE: DNA 

(C) ORGANISM: ARTIFICIAL SEQUENCE 

(ii) FEATURE: 
(A) NAME/KEY: 



24 




f (B) LOCATION: ' M -4. 2 



(B) LOCATION: '~7 "j(/Ji- 

(C) OTHER INFORMATION: -^^^ 
Description of Artificial Sequence: PCR primer: DP47CDRlfor 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:2: 



gagccfggcg gacccagctc atrntHni^^ gaatccagag gctg 54 

(2) INFORMATION FOR SEQ ID NO:3: 1 ' 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 

(B) TYPE: DNA 

(C) ORGANISM: ARTIFICIAL SEQUENCE 

(ii) FEATURE: 

(A) NAME/KEY: 

(B) LOCATION: 

(C) OTHER INFORMATION: 

Description of Artificial Sequence: PCR primer: DP47CDRlback 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:3: 
atgagctggg tccgccaggc tec 23 
(5) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 

(B) TYPE: DNA 

(C) ORGANISM: ARTIFICIAL SEQUENCE 

(ii) FEATURE: 

(A) NAME/KEY: 

(B) LOCATION: 

(C) OTHER INFORMATION: 

Description of Artificial Sequence: PCR primer: DP47CDR2for 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:4: 
gtctgegtag tatgt^gtac cmnnactacc mnnaatmnnt gagacccact ccagcccctt 60 
(2) 'INFORMATION FOR SEQ ID NO:5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 

(B) TYPE: DNA 

(C) ORGANISM: ARTIFICIAL SEQUENCE 

(ii) FEATURE: 

(A) NAME/KEY: 

(B) LOCATION: 

(C) OTHER INFORMATION: 

Description of Artificial Sequence: PCR primer: DP47CDR2back 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:5: 
acatactacg cagactccgt gaag 24 
(2) INFORMATION FOR SEQ ID NO:6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 

(B) TYPE: DNA 

(C) ORGANISM: ARTIFICIAL SEQUENCE 

(ii) FEATURE: 

(A) NAME/KEY: 

(B) LOCATION: 

(C) OTHER INFORMATION: 

Description of Artificial Sequence: PCR primer: JforNot 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:6: 
tcattctcga cttgcggcc£ ctttgatttc caccttggtc ccttggccga acg 53 
(2) INFORMATION FOR SEQ ID NO:7: ' 

(i) SEQUENCE CHARACTERISTICS: 




(A) LENGTH: 47 

(B) TYPE: DNA 

(C) ORGANISM: ARTIFICIAL SEQUENCE 
(ii) FEATURE: 

(A) NAME/KEY: 

(B) LOCATION: 

(C) OTHER INFORMATION: 

Description of Artificial Sequence: PCR primer: DPKCDRlfor 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:7: 
gtttctgctg gtaccaggct aamnngctgc tgctaacact ctgactg 47 
(2) INFORMATION FOR SEQ ID NO:8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 

(B) TYPE: DNA 

(C) ORGANISM: ARTIFICIAL SEQUENCE 

(ii) FEATURE: 

(A) NAME/KEY: 

(B) LOCATION: 

(C) OTHER INFORMATION: 

Description of Artificial Sequence: PCR primer: DPKCDRlback 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:8: 
ttagcctggt accagcagaa acc 23 
(2) INFORMATION FOR SEQ ID NO:9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 46 

(B) TYPE: DNA 

(C) ORGANISM: ARTIFICIAL SEQUENCE 

(ii) FEATURE: 

(A) NAME/KEY: 

(B) LOCATION: 

(C) OTHER INFORMATION: 

Description of Artificial Sequence: PCR primer: DPKCDR2for 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:9: 
gccagtggcc ctgctggatg cmnnatagat gaggagcctg ggagcc 46 
(2) INFORMATION FOR SEQ ID NO: 10: ' ' ' 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 

(B) TYPE: DNA 

(C) ORGANISM: ARTIFICIAL SEQUENCE 

(ii) FEATURE: 

(A) NAME/KEY: 

(B) LOCATION: 

(C) OTHER INFORMATION: 

Description of Artificial Sequence: PCR primer: DPKCDR2back 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 
gcatccagca gggccactgg c 2 1 

(2) INFORMATION FOR SEQ ID NO: 1 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 45 

(B) TYPE: DNA 

(C) ORGANISM: ARTIFICIAL SEQUENCE 

(ii) FEATURE: 

(A) NAME/KEY: 

(B) LOCATION: 

(C) OTHER INFORMATION: 



Description of Artificial Sequence: PCR primer: DP47baNco 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l 1: 
gcggcccagc atgccatggc cgaggtgcag ctgttggagt ctggg 45 
(2) INFORMATION FOR SEQ ID NO: 12: ' 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 

(B) TYPE: DNA 

(C) ORGANISM: ARTIFICIAL SEQUENCE 

(ii) FEATURE: 

(A) NAME/KEY: 

(B) LOCATION: 

(C) OTHER INFORMATION: 

Description of Artificial Sequence: PCR primer: CDR3for 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1 2: 
ggttccctgg ccccagtagt caa^mnnmnn mnnmnntttc gcacagtaat atacg 
(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 

(B) TYPE: DNA 

(C) ORGANISM: ARTIFICIAL SEQUENCE 

(ii) FEATURE: 

(A) NAME/KEY: 

(B) LOCATION: 

(C) OTHER INFORMATION: 

Description of Artificial Sequence: PCR primer: VHpulIth 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 
gcg^cgcagc atgccatggc cgag 24 
(2) INFORMATION f OR SEQ ID NO: 1 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 

(B) TYPE: DNA 

(C) ORGANISM: ARTIFICIAL SEQUENCE 

(ii) FEATURE: 

(A) NAME/KEY: 

(B) LOCATION: 

(C) OTHER INFORMATION: 

Description of Artificial Sequence: PCR primer: Jassm 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 
cccgctaccg ccactggacc catcgccact cga^acggtg acc^gggttc cctgggccca 
gtagtc 66 
(2) INFORMATION FOR SEQ ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 

(B) TYPE: DNA 

(C) ORGANISM: ARTIFICIAL SEQUENCE 

(ii) FEATURE: 

(A) NAME/KEY: 

(B) LOCATION: 

(C) OTHER INFORMATION: 

Description of Artificial Sequence: PCR primer: DPK22assm 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1 5: 

gatgggtcca gtggcggtag cgggggcgcg tcgactggcg a^attgtgtt gacgcagtct 

cc ' ' ' ' ' ' '62 

(2) INFORMATION FOR SEQ ID NO: 16: 
(i) SEQUENCE CHARACTERISTICS: 



(A) LENGTH : 63 

(B) TYPE: DNA 

(C) ORGANISM: ARTIFICIAL SEQUENCE 
(ii) FEATURE: 

(A) NAME /KEY : 

(B) LOCATION: 

(C) OTHER INFORMATION: 

Description of Artificial Sequence: PCR primer: DPK3for 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16: 
caccttggtc ccttggccga acgtmnncgg mnnmnnaccm nnctgctgac agtaatacac 60 
tgc 63 
(2) INFORMATION FOR SEQ ID NO: 17: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 

(B) TYPE: DNA 

(C) ORGANISM: ARTIFICIAL SEQUENCE 

(ii) FEATURE: 

(A) NAME/ KEY: 

(B) LOCATION: 

(C) OTHER INFORMATION: 

Description of Artificial Sequence: PCR primer: Jfornot 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 
gagtcattct cgacttgcgg ccgctttgat ttccaccttg gtcccttggc cgaacg 56 
(2) INFORMATION FOR SEQ ID NO: 18: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 

(B) TYPE: DNA 

(C) ORGANISM: ARTIFICIAL SEQUENCE 

(ii) FEATURE: 

(A) NAME/ KEY: 

(B) LOCATION: 

(C) OTHER INFORMATION: 

Description of Artificial Sequence: PCR primer: VLpullth 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 
gatgggtcca gtggcggtag cggg 24 
(2) INFORMATION FOR SEQ ID NO: 19: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 116 . * 

(B) TYPE: -PRT- ^yrv'wtf 0^_rA , f ff , . 

(C) ORGAN I DM . CPj mfaLOfy I /VrV^t&fU^ JJL&JL*~) /xJ^yt^L' 
VH antibody specific for ED - B domain of fibronectin 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 
Glu Val Gin Leu Leu Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Phe 

20 25 30 

Ser Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 

35 40 45 

Ser Ser lie Ser Gly Ser Ser Gly Thr Thr Tyr Tyr Ala Asp Ser Val 

50 55 60 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 

Ala Lys Pro Phe Pro Tyr Phe Asp Tyr Trp Gly Gin Gly Thr Leu Val 

100 105 110 

Thr Val Ser Ser 
115 

(2) INFORMATION FOR SEQ ID NO: 20: 
(i) SEQUENCE CHARACTERISTICS: 



(A) LENGTH : 14 10 ^ I ' ' ' 

| e] — qrqan^smT" ANTIBODY LI NKER WfolAGj Mr- /yy^U^i A*J+i 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:20: ^Jl^^-t-o 
Gly Asp Gly Ser Ser Gly Gly Ser Gly Gly Ala Ser Thr Gly 
15 10 
(2) INFORMATION FOR SEQ ID NO: 21: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH^O08 

■fet-UKGANiyM: " ( Q ) ^V^QLOC^) / 

VL AilLlbody Specific for JjD-B domain of Flbronectin 

(xi) SEQUENCE DESCRIPTION: SEQ ID NOQj?-j>Z.[ 
Glu lie Val Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Ser 

20 25 30 

Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 

35 40 45 

lie Tyr Tyr Ala Ser Ser Arg Ala Thr Gly lie Pro Asp Arg Phe Ser 

50 55 60 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Leu Glu 
65 70 75 80 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Thr Gly Arg lie Pro 

85 90 95 

Pro Thr Phe Gly Gin Gly Thr Lys Val Glu lie Lys 
100 105 
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pendix A To Subpart C to Part 1— Sample Sequence Listing 



<110> Smith, John 



Smith, Jane 



<120> Example of a Sequence Listing 



<130> 01-00001 



<140> US 08/999,999 
<141> 1996-02-28 

<150> EP 91000000 
<151> 1997-12-31 




Federal Re gist^^Vo l. 63, No, 104 /Monday. June 1, 19WyRules and Regulations 
<160> 2 



<170> Patentln ver. 2.0 

<210> 1 
<211> 403 
<212> DNA 

<213> Paramecium aurelia 

<220> 

<221> CDS 

<222> 341. .394 ' 

<300> 

<301> Doe, Richard 

<302> Isolation and Characterization of a Gene Encoding a 

Protease from Paramecium sp. 
<303> Journal of Fictional Genes 



I i ill i 1 1 1 1 1 nl 63, No. 104 /Monday, June^l 998 /Rules and Regulations 2964 



<304> l 



<3:os> 4 



< J0G> X - 7 



<307> 1988-06-20 



<400> 1 



ctactctact ctactctcat ctactatctt ctttggatct ctgagtctgc ctgagtggta 60 



ctcttgagtc ctggagatct ctcctctcac atgtgatcgt cgagactgac cgatagatcg 120 



ctgactgact ctgagatagt cgagcccgta cgagacccgt cgagggtgac agagagtggg 18 0 



cgcgtgcgcg cagagcgccg cgccggtgcg cgcgcgagtg cgcggtgggc cgcgcgaggg 24 0 



ctttcgcggc agcggcggcg ctttccggcg cgcgcccgtc cgcccctaga cctgagaggt 3 00 



cttctcttcc ctcctcttca ctagagaggt ctatatatac atg gtt tea atg ttc 

Met Val Ser Met Phe 



355 



Federal Regj^/Vol^ No. 104/Monday, June 1, 1^/Rules and Regulations 



age ttg tct ttc aaa tgg cct gga ttt tgt ttg ttt gtt tgtttgctc 

Ser Leu Ser Phe Lys Trp Pro Gly Phe Cys Leu Phe Val 
- 10 15 



403 



<210> 2 



<211> 18 



<212> PRT 



<213> Paramecium aurelia 



<400> 2 



I nli i.il \ " I I I | In 104 /Monday, June 1, 1998 /Rules and Regulations 29643 



Met Val Ser Met Phe Ser Leu Ser Phe Lys Trp Pro Gly Phe Cys Leu 
1 5 10 15 



Phe Val 

ed: May 22. 1998. 
A. Lehman, 

ant Secretary of Commerce and 
ilssloner of Patents and Trademarks. 
oc. 98-14194 Filed 5-29-98; 8:45 am) 

1 CODE 3S10-16-C 



Requirements for Applications - OG Date: 23 June 



hnp://www.uspto.^^\'eb/ofilces/coni/sol/og/ 1 998/week2 5/patreqi 
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xuexiux xxers auu cxxexL accoxupaxiyxny xiixorxua cxoxi as sxiowxi xxi uie xoxxowxxiy 
table. The numeric identifier shall be used only in the "Sequence 
Listing." The order and presentation of the items of information in the 
"Sequence Listing" shall conform to the arrangement given below. Each 
item of information shall begin on a new line and shall begin with the 
numeric identifier enclosed in angle brackets as shown. The submission 
of those items of information designated with an "M" is mandatory. The 
submission of those items of information designated with an "0" is 
optional. Numeric identifiers <110> through <170> shall only be set 
forth at the beginning of the "Sequence Listing." The following table 
illustrates the numeric identifiers. 



Numeric 
Identifier 



Definition 



Comments and 
Format 



Mandatory (M) or 
Optional ,(0) 



<110> 



Applicant 



Preferably max. 
of 10 names; 
one name per line; 
preferable format : 
Surname, Other 
Names and/or 
Initials 



M 



<120> 



Title of 
Invention 



M 



<130> 



File Reference 



Personal file 
reference 



M when filed prior 
to assignment of 
appl. number 



<140> 



Current Applica- 
tion Number 



Specify as: 

US 07/999,999 or 

PCT/US96/99999 



M, if available 



<141> 



Current Filing 
Date 



Specify as: yyyy-mm-dd M, if available 



<150> 



Prior Application Specify as: 
Number US 07/999,999 or 

PCT/US96/99999 



M, if applicable 
include priority 
documents under 
35 USC 119 and 
120 



<151> 



Prior Application Specify as: yyyy-mm-dd 
Filing Date 



M, if applicable 



<160> 



Number of SEQ ID Count includes 
NOs total number of 

SEQ ID NOs 



M 



<170> 



<210> 



Software 



SEQ ID NO:#: 



Name of software used 
to create the 
Sequence Listing 

Response shall be an 
integer repre- 
senting the SEQ 
ID NO shown 



M 



<211> 



Length 



Respond with an integer 
expressing the number 
of bases or amino acid 
residues 



M 



28 of 34 
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<212> 



Type 



Whether presented 
sequence mole- 
cule is DNA, 
RNA, or PRT 
(protein) . If 
a nucleotide 
sequence con- 
tains both DNA 
and RNA frag- 
ments, the 
type shall be 
"DNA. " In ad- 
dition, the 
combined DNA/ 
•RNA molecule 
shall be further 
described in 
the <220> to 
<223> feature 
section. 



M 



<213> 



Organism 



<220> 



Feature 



Scientific name, 
i.e. Genus /species, 
Unknown or Artifi- 
cial Sequence. In 
addition, the 
"Unknown" or 
"Artificial Se- 
quence" organisms 
shall be further 
described in the 
<220> to <223> 
feature section. 

Leave blank after 
<220>. <221-223> 
provide for a 
description of 
points of bio- 
logical signi- 
ficance in the 
sequence . 



M 



M, under the 
following condi- 
tions: if "n, " 
"Xaa, " or a mod- 
ified or unusual 
L-amino acid or 
modified base was 
used in a se- 
quence; if ORGAN- 
ISM is "Artifi- 
cial Sequence" or 
"Unknown"; if 
molecule is 
combined DNA/ RNA . 



<221> 



Name/Key 



<222> 



Location 



Provide appropriate 
identifier for 
feature, pre- 
ferably from 
WIPO Standard 
ST. 25 (1998), 
Appendix 2, 
Tables 5 and 6 

Specify location 
within sequence; 
where appropriate 
state number of 
first and last 
bases/ amino acids 



M, under the fol- 
lowing conditions: 
if "n, " "Xaa, " or 
a modified or un- 
usual L-amino 
acid or modified 
base was used in 
a sequence 

M, under the fol- 
lowing conditions: 
if "n, " "Xaa, " or 
a modified or un- 
usual L-amino 
acid or modified 
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<223> 



Other Infor- 
mation 



http:/Avww. 



in feature 



Other relevant 

information; 

four lines maximum 



uspto.g^^cb/offices/coni/so!/og/1998/weck25/patreqr.htm 



base was used in 
a sequence 

M, under the fol- 
lowing conditions: 
if "n," "Xaa," or 
a modified or un- 
usual L-amino acid 
or modified base 
was used in a 
sequence; if 
ORGANISM 
is "Artificial 
Sequence" or 
"Unknown"; if 
molecule is com- 
bined DNA/RNA. 



<300> 



<301> 



<302> 
<303> 
<304> 
<305> 
<306> 
<307> 



<308> 



<309> 



<310> 



Publication 
Information 

Authors 



Title 

Journal 

Volume 

Issue 

Pages 

Date 



Database 

Accession 

Number 



Database Entry 
Date 



Patent Document 
Number 



Leave blank 
after <300> 

Preferably max 
of ten named 
authors of publi- 
cation; specify 
one name per line; 
preferable format: 
Surname, Other 
Names and/or 
Initials 



Journal date on which 
data published; 
specify as yyyy-mm- 
dd, MMM-yyyy or 
Season-yyyy 

Accession number 
assigned by data- 
base including 
database name 

Date of entry in 
database; specify 
as yyyy-mm-dd or 
MMM-yyyy 

Document number; 
for patent-type 
citations only. 
Specify as, for 
example, US 
07/999, 999 



O 
0 
O 
O 
O 
O 



O 
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<311> Patent Filing Document filing 

Date date, for patent- 

type citations only; 
specify as yyyy-mm-dd 



<312> Publication Date Document publication O 

date, for 
patent-type 
citations only; 
specify as yyyy-mm-dd 

<313> Relevant FROM (position) TO 0 

Residues (position) 

<400> Sequence SEQ ID NO should . M 

follow the 
numeric identifier 
and should appear 
on the line pre- 
ceding the actual 
sequence 



5. Section 1.824 is revised to read as follows: 



1.824 Form and format for nucleotide and/or amino acid sequence 
submissions in computer readable form. 

(a) The computer readable form required by 1.821(e) shall meet the 
following specifications: 

(1) The computer readable form shall contain a single "Sequence Listing" 
as either a diskette, series of diskettes, or other permissible media 
outlined in paragraph (c) of this section. 

(2) The "Sequence Listing" in paragraph (a) (1) of this section shall be 
submitted in American Standard Code for Information Interchange (ASCII) 
text. No other formats shall be allowed. 

(3) The computer readable form may be created by any means, such as word 
processors, nucleotide/amino acid sequence editors or other custom 
computer programs; however, it shall conform to all specifications 
detailed in this section. 

(4) File compression is acceptable when using diskette media, so long as 
the compressed file is in a self-extracting format that will decompress 
on one of the systems described in paragraph (b) of this section. 

(5) Page numbering shall not appear within the computer readable form 
version of the "Sequence Listing" file. 

(6) All computer readable forms shall have a label permanently affixed 
thereto on which has been hand-printed or typed: the name of the 
applicant, the title of the invention, the date on which the data were 
recorded on the computer readable form, the operating system used, a 
reference number, and an application serial number and filing date, if 
known . 



(b) Computer readable form submissions must meet these format 
requirements : 

(1) Computer: IBM PC/XT/AT, or compatibles, or Apple Macintosh; 

(2) Operating System: MS-DOS, Unix or Macintosh; 
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